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I n t r O d u Ct I O n M Et h O d O I O g y Figure 6. Ex?mple of.the o.utput of the implemented Streitberg-

Rohmel “shift” algorithm in R.
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Figure 3. Comparative simulation of the Streitberg-Rohmel
algorithm, the Monte Carlo simulation, and the wilcox.test function in R. In
terms of speed, the shift algorithm, which calculates the exact p-value,
competes effectively against the Monte Carlo simulation and the wilcox.test
function when the sample size is less than 100. At samples exceeding 1000, it
is outrun by both the Monte Carlo simulation and the wilcox.test. t,, and o

represent average time and the standard deviation of the time in seconds,
respectively.
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Figure 1. An example of the test statistic as proposed by
Wilcoxon. Figure 4. Graphical representation of the average time taken by the “shift

algorithm”, the Monte Carlo simulation, and the wilcox.test function, ( :O n CI US I O n
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The Streitberg-Rohmel “shift” algrorithm, which calculates the
exact p-value of the Wilcoxon signed rank test comparing
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