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BACKGROUND MATERIALS AND METHODS ‘ RESULTS

Transglutaminases (TGases) are a class of Ca%*-dependent
enzymes that catalyze a posttranslational acyl transfer reaction
from the y-carboxamide group of a peptide-bound glutamine
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CONCLUSIONS

Figure 1. | Gase-mediated protein crosslinking.

Chemical Formula: C38H 59N 901183

Exact Mass: 913.3496 The peptide sequence Ac-DQMMMAF-NH, was purified and
PU RPOS E AC-DQHMM AF.NH2 Identified via the mass spectral analysis. Once the peptide Ac-
DQHMMAF-NH, is additionally purified, the kinetic reactivity of

NH, _O ~

The primary goal of this research project is to expand a current 3 each synthesized substrate can be tested. If the additional histidine
Inhibitor probe library by synthesizing a new substrate peptide O O O O modification in the peptide F19H,F- results in a higher solubilized
sequence (7F19H,F-) that will have a high affinity and NH\)J\ NH \)L NH \/[L NH \)l protein, then additional kinetic parameters, such as the Michaelis
substantial reactivity for FXIlIla and no selectivity for TGase II. \[f — bt : NH N Nz constant (K,) and the catalytic constant (k) may be determined.
This is conducted in order to differentiate between different O :\WOH o ’ N\ O \ ° This newly synthesized substrate may allow researchers to better
biological processes that are linked between these two very O \ENI_? _S \© differentiate biological processes occurring between TGase Il and
closely related transglutaminases. The design of this substrate is | FXIII, as well as provide a sequence for the design of valuable

_ _ _ _ Chemical Formula: C3gH57N11011 S5 _ _ _ _
based on a phage-displayed peptide library previously Exact Mass: 919 3680 selective probes for chemical knockout experiments intended to

constructed by Hitomi et all. The objective was to replace a
methionine residue with a histidine in the peptide sequence

Figure 4. Chemical structures of synthesized transglutaminase inhibitors Identify a specific enzyme and initiate steps toward drug design.

/F19M,F- that has already been characterized to have high Cleavage and purification of the peptide
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